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optimized for non-optimized
SacII
NotI
KpnI NhelI attBI-5' EagIl
GGGCGAATTGGGTACCGCTAGCACAAGTTTGTACAAAAAAGCAGGCTCCGLCGGLCCGLCLCCC
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CCCGCTTAACCCATGGCGATCGTGTTCAAACATGTTTTTTCGTCCGAGGCGCCGGCGGGG

NcoI HinfI
CTTGCCACCATGGCATCAGTTTTCTTTTCGTACACGCATATAGACGAGTCGCTGCGCGAC
————————— i T i e L e

ClaIl ClaTl
CGGCGCATCGTCGCAGGCTCCGACATCGATGACAGCATCGATGAGCACCTTGAGAGCGCA
————————— e e e T

GCCGCGTAGCAGCGTCCGAGGCTGTAGCTACTGTCGTAGCTACTCGTGGAACTCTCGCGT

R R I VvV A G S D I D D S I D E H L E S A
Scal

GACATCATCTTGCTGCTAGTGAGCGCGAACTTCATCGCATCCGAGTACTGCTTCGCGACC

CTGTAGTAGAACGACGATCACTCGCGCTTGAAGTAGCGTAGGCTCATGACGAAGCGCTGG
D I I L L L VvV S A N F I A S E Y CF A T

CTCTACTTCGCACGTTACCTCGCAGTATTCCGACCACTCCACGCGCAGTAGGGGCAGTAG
E M K R A MEURHI KA AGUE VR VI P V I

HaelIl

BssHIT HaelTl
CTGCGCGCTTGTGACTGGCACAGCGCCCCGTTCGGAAAACTGAACGCAGTTCCGACCGAT
————————— -ttt ¢

GACGCGCGAACACTGACCGTGTCGCGGGGCAAGCCTTTTGACTTGCGTCAAGGCTGGCTA
L R A C D WH S A P F G K L N A V P T D

EagI BstEII HinfT

GGCCGGCCGGTGACCTCTTGGCCCAACCAAGATGAGGCGTTTGCCGACATCACGAAGTCG



NarIl

KasI

HaelIl

HaelIl
ATTCGCGCTGCTGTGAGTGCGACCGCGTCGTCATCGGCGCGAGCGCGGGTTGCGGCGLCCG
481 —-——————- Fomm - Fom— fomm - fomm tom +

TAAGCGCGACGACACTCACGCTGGCGCAGCAGTAGCCGCGCTCGCGCCCAACGCCGCGGL
I R A AV S A T A S S S A R A RV A A P

BssHII SacII
GCGCGCGAGGCAGGGGCGGCCCGCGCAGTGGCAGTGCCCGCCGCGAGTACGCAATTGCCG
541 -—-——-——-- Fomm———— Fomm———— Fo—m———— Fo——————— Fo——————— +

CGCGCGCTCCGTCCCCGCCGGGCGCGTCACCGTCACGGGCGGCGCTCATGCGTTAACGGC
A R E A GA A RA YV A V P A A S T Q L P

601 --——-——-——- Fomm———— Fomm———— Fo—m———— Fo——————— Fo——————— +
GCCAGATCGTTGTACGCGCAGTTTGTAGTCAAGAGCCTGAACCTGTCTCTATGCAAACAA
R S S NM R V K H Q F s8Ss DL DR D T F V

PfIMI

BsmBI BstNI
TCGGAGACGTTTGACTTTATCGCCCGTTTCTTCGATGGCTCGCTCCAGGAGCTGGAAAAG
661 ————————— Fm——————— Fm——————— Fm——————— Fmm————— Fmm +

AGCCTCTGCAAACTGAAATAGCGGGCAAAGAAGCTACCGAGCGAGGTCCTCGACCTTTTC
S E T F D F I A R F F D G S L Q E L E K

HinfI
BsStNI Clal BssHIT
CGGCACGGCCAGTTCCAGGGTCGATTTACCCGAATCGATGCGCGCCGCTTCACTGCGAGC
721 @ ————————- - - - +-————— - +

GCCGTGCCGGTCAAGGTCCCAGCTAAATGGGCTTAGCTACGCGCGGCGAAGTGACGCTCG
R H G Q F 9 G R F T R I D A R RUF T A S

NarI

KasI

HaeITl

BsmBI HaeIlIl
ATCTACAAGGACGGCAAGAGTATCTCGCAGTGCAGCGTCTCCCACGGCGGCGCCTTCGGT
781 ————mm———— Fom fom fom Fo————— fo————— +

841 -————————- Fm—————— Fm—————— tm——————— Fmm————— Fmm +

HaeIl
HaeII HinfT
AACGAGGCGCTTACCATCGCGGAAGATAGCCAGACTCTGTACCTAAAGCCGATGATGAAC
901 -——=——-———- Fm——————— Fm—————— tm——————— Fmm Fom +

BStNI

961 ————————- Fm——————— Fm—————— tm——————— Fmm Fom +
TACCGGTCCCCTCACAGGCTTTTCGACAGACTGTGGCCTCGGCGACTCATAGACACCAGT
M A R GV S E K L S DT G A AUE Y L W S
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BssHIT
AscI attB2-3"'
ATGTTGATGGAACCCGTCCAGCGCAAGGGTGGGCGCGCCGACCCAGCTTTCTTGTACARAA
————————— e e e
TACAACTACCTTGGGCAGGTCGCGTTCCCACCCGCGCGGCTGGGTCGARAAGAACATGTTT
M L M E P V Q R K G G R A D P A F L Y K

SacII
Xbal Apal BstBI Bsal
GTGGTTGATCTAGAGGGCCCGCGGTTCGAAGGTAAGCCTATCCCTAACCCTCTCCTCGGT
————————— e e et e ST e e

CACCAACTAGATCTCCCGGGCGCCAAGCTTCCATTCGGATAGGGATTGGGAGAGGAGCCA
v v pDb. L. EG P R F E G K P I P NP L L G

HinfI BamHI SacI
CTCGATTCTACGTGATAATGAGGATCCGAGCTCCAGCTTTTGTTCCC
————————— e e s Rttt e

GAGCTAAGATGCACTATTACTCCTAGGCTCGAGGTCGAAAACAAGGG



